00000000000nDo4asnn2005

BEFHRZBEVORREMAHETOMIRMARERAE
(55 2 %R)

gbobobo

oo 00

Investigation of the genetic modified organisms and their processed foods (O)

Chitose IWANAGA

Abstract
The survey was carried to detect the recombinant DNA from commercial foods. The forty samples (snack,

popcorn, frozen food, cornstarch, corn meal, etc) were purchased in Tottori prefecture. The existence of genetic

modified (GM) corn in processed foods was analyzed using polymerase chain reaction (PCR) method. The target
of this survey was to detect the gene of GA21, Btll, Eventl76, T25 and MONS810.
As the result of PCR, the GM corn was detected in 9 of 40 samples. But these samples had no GM display.

By this research, it turned out that the foods with non GM display contained GM foods.
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(Nippon gene)

AmpliTag Gold (Applied Biosystems)

TaKaRa PCR Thermal Cycler MP (TaKaRa)
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Tabled Result of qualitative analysis

No Food Result of detection Extraction method Display
1 Canned corn ND Maxi Non-GMO
2 Canned corn ND Maxi Non-GMO
9 Canned corn ND Maxi Non-GMO
4 Snacks ND Maxi Non-GMO
7 Snacks ND Maxi Non-GMO
10 Snacks ND Maxi Non-GMO
11 Snacks ND Genomic tip Non-GMO
25 Snacks ND Maxi Non-GMO
26 Snacks —0 Maxi Non-GMO
31 Snacks GA21 Maxi Non-GMO
34 Snacks MON810 Genomic tip Non-GMO
35 Snacks GA21, Btll, Eventl76, MONB810 Genomic tip Non-GMO
37 Snacks ND Genomic tip Non-GMO
Popcorn ND Maxi Non-GMO
Popcorn ND Maxi Non-GMO
21 Popcorn ND Maxi Non-GMO
23 Popcorn ND Maxi Non-GMO
24 Popcorn ND Maxi Non-GMO
36 Popcorn GA21 Genomic tip Non-GMO
12 Soup ND Maxi No display
13 Soup ND Maxi No display
40 Soup ND Maxi Non-GMO
3 Cornstarch ND Genomic tip Non-GMO
14 Cornstarch ND Maxi Non-GMO
38 Cornstarch GA21,Eventl76, T25, MONS810 Genomic tip No display
42 Cornstarch ND Maxi Non-GMO
16 Frozen food GA21 Maxi No display
17 Frozen food ND Maxi No display
18 Frozen food ND Maxi Non-GMO
27 Frozen food ND Maxi No display
28 Frozen food ND Maxi No display
29 Frozen food ND Maxi No display
6 Retort pouch ND Maxi No display
43 Retort pouch ND Maxi No display
30 Cornmeal GA21, Eventl76, T25, MONS810 Maxi Non-GMO
39 Cornmeal GA21, Btll, Eventl76, MONB810 Genomic tip No display
15 Others ND Maxi Non-GMO
32 Others GA21 Maxi Non-GMO
22 Young corn ND Maxi No display
33 Young corn ND Maxi No display

ND shows the detection of only SSllb.
The symbol (O) shows no analysis.



Tabled Detection in processed foods derived from

corn

Number  Number

S R~
samples  positives
Canned corn 3 0 0
Shacks 10 3 30
Popcorn 6 1 17
Soup 3 0 0
Cornstarch 4 1 25
Frozen food 6 1 16
Retort pouch 2 0 0
Corn meal 2 2 100
Others 2 1 50
Young corn 2 0 0
Total 40 9
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