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The results of screening tests and whole-genome analyses for SARS-CoV-2 variants in Tottori, Japan.

Tomomi WATANABE ,Yutaka UEDA ,Natsuko SATOU ,Yorimichi HORIUCHI ,Masakazu TANAKA,
Kenkichi HAYASHIBARA

Abstruct

As on-going work, we conduct the screening tests and whole-genome analyses for SARS-CoV-2 variants
to understand their trends in Tottori. In this paper, we report the results from April 2022 to March 2023,
when we used real-time RT-PCR targeting the T547K and L452R mutations of the spike protein to screen
for the Omicron variant.

As results of this study, BA.1 lineage was replaced by BA.2 lineage after April 2022 in the latter half of
sixth wave of COVID-19 in Japan. In late June 2022, BA.5 lineage was first confirmed in Tottori and then
became predominant in the seventh wave. In the eighth wave started in October, various variants, such as
BA.2 including BN sublineage, BA.5 including BQ sublineage and recombinant lineages including XBB,
were detected. Our findings indicate that major outbreaks were caused by new variants. The screening
tests were useful for rapid detection of new variants, and in addition whole-genome analyses which can
identify SARS-CoV-2 lineage were helpful to track the trends of variants in Tottori and to the
epidemiological surveys.



